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CCTGCAGGGCCCACTAGTaAACGGAGGGTTGTGAGGAGAGTGAGAGGTGGACAGAGGGCACCGACGATTTAGCATCTCTTCCTCTCCTGGGGGTCGAGGA

TGAGAGACAAAAAAGAAGCTGCCAGGAAACATAAAATTCAGAGGGCTCAGCTGCAGGGCTGAGGTCTGCAAGCATGCTGTGTACACTTGTGCATGTTGTG

CCCTGCACAAGGGCATCTCTGAAGGGGCTGCACTGGACCCAGGGGCAGGGGCGCAAAGGTGAGTTTATATCAGTTCCTGAGCACTGTGGCTCCATCCAGC

ACTCTGAGGACAGGCAGGATACAGCTGGAGGACCTGAGGGCTCCCCCACACCAGCTCCTGTTCCCTGCCCAAGACCCCCTGGACCTGCAGACAACAATTC

AACGCACTCAGAGTCCCACAGTTAAGAACTCCCTGAAGAAGCCCCCAGTGGCTGCGTGGTGGATTTTCGCAAAGCTGTCTCCACCTACATCCACCCTGTT

TGGCAGCCCCTACATACTCTTTCACAGCATGAGGAAGGGAGGCCTCTCACCAAGACCTGGACTGAATCTTCTCCCAGTGGCTGCCACACCTGACCTGCTC

TTGCTCCAGAACCTCTGTGGCTCCCATCCTCCACAGGGTCAACTTCCAACATGGCTGCCTGCACTCCAGCCAAGAGGCTCTGCTCTGGGCCCCTCCAGAT

GCCTGACCTGGGTCTGTGGCTGCCCTGTCCTTCTTCAGTGCTCCTCTTCCCGCTGGGTGAGGAATAGTTCAGGACAGAGGAGCTAAGTTCAGGTTCATTC

ATAGGACAGGTGCCTATTTCGCTCACGGCCCAGGAATAGAGACTTGCCGGGCTCGGCCCTTCGGGGAGTTGGCAGACGGCAGAGGGGAGGCTGGCTGGCC

CAGGGGATGACCACCGGTGGGGTAAGCACAGACAGAGGGGAGCACAGGCTTCCCCCAGAAGACTGAGAGGCCCCCCAGAGGCATCCACAGAGGACCCCAG

CTGTGCTGCCCAAGCTGGGCGACCGCCAAACCTTAGCGGCCCAGCTGACAAAAGCCTGCCCTCCCCCAGGGTCCCCGGAGAGCTGGTGCCTCCCCTGGGT

CCCAATTTGCATGGCAGGAAGGGGCCTGGTGAGGAAGAGGCGGGGAGGGGACAGGCTGCAGCCGGTGCAGTTACACGTTTTCCTCCAAGGAGCCTCGGAC

GTTGTCACGGGTTTGGGGTCGGGGACAGAGCGGTGACCATGGGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGTGGACAGCAAAT

GGGTCGGGATCTGTACGACGATGACGATAAGGTACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTT

ACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGCCTGA

ATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCGTCGTCCCCTC

AAACTGGCAGATGCACGGTTACGATGCGCCCATCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAATCCGACGGGT

TGTTACTCGCTCACATTTAATGTTGATGAAAGCTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCATCTGTGGTGCA

ACGGGCGCTGGGTCGGTTACGGCCAGGACAGTCGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCGCGGTGATGGT

GCTGCGTTGGAGTGACGGCAGTTATCTGGAAGATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACCGACTACACAA

ATCAGCGATTTCCATGTTGCCACTCGCTTTAATGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGTGACTACCTAC

GGGTAACAGTTTCTTTATGGCAGGGTGAAACGCAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTTATGCCGATCG

CGTCACACTACGTCTGAACGTCGAAAACCCGAAACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGCCGACGGCACG

CTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATTCGAGGCGTTA

ACCGTCACGAGCATCATCCTCTGCATGGTCAGGTCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTAACGCCGTGCG

CTGTTCGCATTATCCGAACCATCCGCTGTGGTACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCACGGCATGGTG

CCAATGAATCGTCTGACCGATGATCCGCGCTGGCTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCCGAGTGTGATCA

TCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTGCAGTATGAAGG

CGGCGGAGCCGACACCACGGCCACCGATATTATTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAATGGTCCATCAAA

AAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAATACTGGCAGG

CGTTTCGTCAGTATCCCCGTTTACAGGGCGGCTTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCGTGGTCGGCTTA

CGGCGGTGATTTTGGCGATACGCCGAACGATCGCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGACGGAAGCAAAA

MetG l yG l ySe rH i sH i sH i sH i sH i sH i sG l yMetA l aSe rMetTh rG l yG l yG l nG l nMe

tGlyArgAspLeuTyrAspAspAspAspLysValProLysAspGlnLeuGlyValAspProValValLeuGlnArgArgAspTrpGluAsnProGlyVal

ThrG lnLeuAsnArgLeuAlaAlaHisProProPheAlaSerTrpArgAsnSerG luG luAlaArgThrAspArgProSerG lnG lnLeuArgSerLeuA

snG lyG luTrpArgPheAlaTrpPheProA laProG luA laVa lProG luSerTrpLeuG luCysAspLeuProG luA laAspThrVa lVa lVa lP roSe

rAsnTrpG lnMetH isG lyTyrAspA laPro I l eTyrThrAsnVa lThrTyrPro I l eThrVa lAsnProProPheVa lP roThrG luAsnProThrG ly

CysTyrSerLeuThrPheAsnVa lAspGluSerTrpLeuGlnG luG lyG lnThrArg I l e I lePheAspGlyValAsnSerAlaPheHisLeuTrpCysA

snGlyArgTrpValG lyTyrGlyGlnAspSerArgLeuProSerGluPheAspLeuSerAlaPheLeuArgAlaGlyGluAsnArgLeuAlaValMetVa

lLeuArgTrpSerAspGlySerTyrLeuGluAspGlnAspMetTrpArgMetSerGly I lePheArgAspValSerLeuLeuHisLysProThrThrG ln

I leSerAspPheHisValAlaThrArgPheAsnAspAspPheSerArgAlaValLeuGluAlaGluValG lnMetCysGlyGluLeuArgAspTyrLeuA

rgVa lTh rVa lSe rLeuT rpG l nG l yG l uTh rG l nVa lA l aSe rG l yTh rA l aP roPheG l yG l yG l u I l e I leAspGluArgGlyG lyTyrA laAspAr

gValThrLeuArgLeuAsnValG luAsnProLysLeuTrpSerAlaGlu I leProAsnLeuTyrArgA laVa lVa lG luLeuH isThrA laAspG lyThr

LeuI l eG luA laG luA laCysAspVa lG lyPheArgG luVa lArg I leGluAsnGlyLeuLeuLeuLeuAsnGlyLysProLeuLeuI l eArgG lyVa lA

snArgH isG luH i sH i sP roLeuH isG lyG lnVa lMetAspG luG lnThrMetVa lG lnAsp I leLeuLeuMetLysGlnAsnAsnPheAsnAlaValAr

gCysSerHisTyrProAsnHisProLeuTrpTyrThrLeuCysAspArgTyrG lyLeuTyrVa lVa lAspGluAlaAsn I l eG luThrH i sG lyMetVa l

ProMetAsnArgLeuThrAspAspProArgTrpLeuProAlaMetSerGluArgValThrArgMetValGlnArgAspArgAsnHisProSerVal I l e I

l eTrpSerLeuG lyAsnG luSerG lyH isG lyA laAsnH isAspA laLeuTyrArgTrp I l eLysSerVa lAspProSerArgProVa lG lnTyrG luG l

yG lyG lyA laAspThrThrA laThrAsp I l e I leCysProMetTyrA laArgVa lAspG luAspGlnProPheProAlaVa lProLysTrpSer I leLys

LysTrpLeuSerLeuProGlyG luThrArgProLeu I leLeuCysG luTyrA laH isA laMetG lyAsnSerLeuG lyG lyPheAlaLysTyrTrpG lnA

laPheArgG lnTyrProArgLeuGlnG lyG lyPheVa lTrpAspTrpVa lAspGlnSerLeu I leLysTyrAspGluAsnGlyAsnProTrpSerAlaTy

rGlyGlyAspPheGlyAspThrProAsnAspArgGlnPheCysMetAsnGlyLeuValPheAlaAspArgThrProHisProAlaLeuThrGluAlaLys
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CACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCTCCTGCACTGGA

TGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAACTACCGCAGCC

GGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCAGCAGTGGCGT

CTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTGGGTAATAAGC

GTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCACCCGTGCACC

GCTGGATAACGACATTGGCGTAAGTGAAGCGACCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGCCGAAGCAGCG

TTGTTGCAGTGCACGGCAGATACACTTGCTGATGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATCAGCCGGAAAA

CCTACCGGATTGATGGTAGTGGTCAAATGGCGATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGAACTGCCAGCT

GGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTGGGATCTGCCA

TTGTCAGACATGTATACCCCGTACGTCTTCCCGAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGGCGCGGCGACT

TCCAGTTCAACATCAGCCGCTACAGTCAACAGCAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGAATATCGACGG

TTTCCATATGGGGATTGGTGGCGACGACTCCTGGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTTGGTCTGGTGT

CAAAAATAATAATCTAGTCGAGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTT

TATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACA

ACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCATTTAAATGTT

AATTAACTAGCCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTT

TTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAAC

TGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCT

CTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGG

GCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCC

CGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGT

CCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTAC

GGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTAT

AATACGACTCACTATAGGAGGGCCATCATGGCCAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGAGTTCTGGACTG

ACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGGATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAGGACCAGGTGGT

GCCTGACAACACCCTGGCTTGGGTGTGGGTGAGAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGGATGCCAGTGGC

CCTGCCATGACAGAGATTGGAGAGCAGCCCTGGGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGAGGAGCAGGACT

GAGGATAAGAATTGAGTTTCAGAAAAGGGGGCCTGAGTGGCCCCTTTTTTCAACTTAATTAA

HisG lnG lnG lnPhePheG lnPheArgLeuSerG lyG lnThr I leG luVa lThrSerG luTyrLeuPheArgHisSerAspAsnGluLeuLeuHisTrpM

etVa lA laLeuAspG lyLysProLeuA laSerG lyG luVa lP roLeuAspVa lA laProG lnG lyLysG lnLeu I l eG luLeuProG luLeuProG lnP r

oG luSe rA laG lyG lnLeuTrpLeuThrVa lA rgVa lVa lG lnP roAsnA laThrA laT rpSerG luA laG lyH i s I l eSe rA laTrpG lnG lnTrpArg

LeuA laG luAsnLeuSerVa lThrLeuProA laA laSerH i sA la I leProHisLeuThrThrSerG luMetAspPheCys I leG luLeuGlyAsnLysA

rgTrpGlnPheAsnArgGlnSerG lyPheLeuSerG lnMetTrp I leGlyAspLysLysGlnLeuLeuThrProLeuArgAspGlnPheThrArgAlaPr

oLeuAspAsnAspI l eG l yVa l Se rG l uA l aTh rA rg I l eAspProAsnA laTrpVa lG luArgTrpLysA laA laG lyH i sTy rG lnA laG luA laA la

LeuLeuGlnCysThrAlaAspThrLeuAlaAspAlaValLeuI l eTh rTh rA l aH i sA l aT rpG lnH i sG lnG l yLysTh rLeuPhe I leSerArgLysT

hrTyrArg I l eAspG lySe rG lyG lnMetA la I l eThrVa lAspVa lG luVa lA laSerAspThrP roH i sP roA laArg I leGlyLeuAsnCysGlnLe

uAlaGlnValAlaGluArgValAsnTrpLeuGlyLeuGlyProGlnGluAsnTyrProAspArgLeuThrAlaAlaCysPheAspArgTrpAspLeuPro

LeuSerAspMetTyrThrProTyrVa lPheProSerG luAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrGlyProHisG lnTrpArgGlyAspP

heGlnPheAsnI l eSerArgTyrSerG lnG lnG lnLeuMetG luThrSerH i sArgH isLeuLeuH isA laG luG luG lyThrTrpLeuAsn I leAspGl

yPheH isMetG ly I l eG lyG lyAspAspSerTrpSerProSerVa lSerA laG luLeuG lnLeuSerA laG lyArgTyrH isTyrG lnLeuVa lTrpCys

GlnLys•••

MetA laLysLeuThrSerA laVa lProVa lLeuThrA laArgAspVa lA laG lyA laVa lG luPheTrpThrA

spArgLeuGlyPheSerArgAspPheValGluAspAspPheAlaGlyValValArgAspAspValThrLeuPheI l eSerA laVa lG lnAspG lnVa lVa

lProAspAsnThrLeuAlaTrpVa lTrpVa lArgG lyLeuAspGluLeuTyrA laG luTrpSerG luVa lVa lSerThrAsnPheArgAspAlaSerG ly

ProA laMetThrG lu I l eG lyG luG lnProTrpG lyArgG luPheA laLeuArgAspProA laG lyAsnCysVa lH isPheVa lA laG luG luG lnAsp•

••
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