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EcoRI (23)
NotI (2) Xbal (19) Sdal (38) Spel (45)
1 GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGGCCCACTAGTTGATTACTGAATTTGCCATGTTGC

75 TTCCTGCAATACCAAATGACCCACATTACTAACATTTGGTAATTTGCCTCAGTGTTAGGCACAAGACATGAGTG

149 AAACTTGCTGCATTAAGACTTAAACTGGCTGGGTATGGTGGCGCAAGCCTTTAATCCCAGCATTCTGCCGGAGG

Nhel (251)
223 CAGAAGCAGGTGGATTTCTGAGTTCGAGGCTAGCCTGGTCTACAAAAGTGAGTTCCAGGACAGCCAAGGCTACA

297 CAAAATACCTGTCTTGAAAAACCAAAAAAAAAAAAAATTCAACTGGTTGGTTAGGCCTAGCCCAGATGATGTAG

371 GTGTCAACTCACCTTGGGGATGTAGGGAGATGGTTGTTCTGTAGCTCTTCCTGTCCTGCAACTAAATAAATAGG

EcoNI (481)
445 CTAAGCTGACCTCTTACATCTGCCTTCGGCCTCCTGTGCTAGGATTGGAGTGCATGGGTGGGGTTGCATTTCTT

519 ACCAATGAGGAAAGGGCTTCCCATTTCTCTGCTGCATTGTAAGCTCCCAAGTAGAGCAAGTTTTGCTTAGGTAA

593 GTTCCGTGTGAGTCAGCTGCCTCATTCTCACGAGGTAACCAAGGCTTTGTACCGCCCACTGAGAACGTCACTGC

667 CAATCACAGCCTAATTGTGAAAACCAATGGCTTGAGTGGGTTGCTAAAGCTGAGGTGTCTGAGTCAGGTTTGGG

741 GTGGGATTATTTTAGTTAAGGGAAGTGAGGCTTTTCATTTCCTCTTCCAAGAGAAGGCAAAGGGGATTGGATTG

Ncol (856)
815 AGGAAGGAACTGGTGTAGCCTAGCTGGTCTGAGCATCTCTGCCATGGTTCTGGGGCCCTGCATGCTGCTGCTGC
»» M V L G P C M L L L
889 TGCTGCTGCTGGGCCTGAGGCTACAGCTCTCCCTGGGCATCATCCCAGTTGAGGAGGAGAACCCGGACTTCTGG
11 L L L L G L R L QL S L G 1 I PV EETENUZPUDTF W
963 AACCGCGAGGCAGCCGAGGCCCTGGGTGCCGCCAAGAAGCTGCAGCCTGCACAGACAGCCGCCAAGAACCTCAT
36 N R E A A E AL GAAIKIKULI QPA A QTA AATIK N L
1037 CATCTTCCTGGGCGATGGGATGGGGGTGTCTACGGTGACAGCTGCCAGGATCCTAAAAGGGCAGAAGAAGGACA
6o | F L G D GM GV S TVTAARI L K G OQK K D
Ndel (1151)
1111 AACTGGGGCCTGAGATACCCCTGGCTATGGACCGCTTCCCATATGTGGCTCTGTCCAAGACATACAATGTAGAC
85K L G P E I P L AMDU RTEFWPY VAL S KTY NUVD
1185 AAACATGTGCCAGACAGTGGAGCCACAGCCACGGCCTACCTGTGCGGGGTCAAGGGCAACTTCCAGACCATTGG
1100 K H V P D S G A T A T A Y L C G V K GNTF QT I G
1259 CTTGAGTGCAGCCGCCCGCTTTAACCAGTGCAACACGACACGCGGCAACGAGGTCATCTCCGTGATGAATCGGG
134# L S A A A R F NQU CNTTW R GNEUV I SV MNTR
1333 CCAAGAAAGCAGGGAAGTCAGTGGGAGTGGTAACCACCACACGAGTGCAGCACGCCTCGCCAGCCGGCACCTAC
159kA K K A G K S VvV G V V T T T R V QHA S P AGT Y
1407 GCCCACACGGTGAACCGCAACTGGTACTCGGACGCCGACGTGCCTGCCTCGGCCCGCCAGGAGGGGTGCCAGGA
184k A H T V N R NW Y S DADVZPASARI QETGTCAQTD
1481 CATCGCTACGCAGCTCATCTCCAACATGGACATTGATGTGATCCTGGGTGGAGGCCGAAAGTACATGTTTCGCA
208 | A T Q L I S NM DI DV I L GGG RIKYMTFR
1555 TGGGAACCCCAGACCCTGAGTACCCAGATGACTACAGCCAAGGTGGGACCAGGCTGGACGGGAAGAATCTGGTG
233 M G T P D P E Y P DDY S QGGTU RULUDGIKNTL V
1629 CAGGAATGGCTGGCGAAGCGCCAGGGTGCCCGGTATGTGTGGAACCGCACTGAGCTCATGCAGGCTTCCCTGGA
258 Q E W L A K R Q GAURY VWNRTETLMOQASILD
1703 CCCGTCTGTGACCCATCTCATGGGTCTCTTTGAGCCTGGAGACATGAAATACGAGATCCACCGAGACTCCACAC
282 P S V T HL M G L F E P GDWMIK Y E I HRDS T
SacIl (1838)

1777 TGGACCCCTCCCTGATGGAGATGACAGAGGCTGCCCTGCGCCTGCTGAGCAGGAACCCCCGCGGCTTCTTCCTC
37k L D P S L M EM T EAA L RLL SR RNU PR RGTF F L
1851 TTCGTGGAGGGTGGTCGCATCGACCACGGTCATCACGAAAGCAGGGCTTACCGGGCACTGACTGAGACGATCAT
332 F VE G G R I DHGHHTESI RAY I RALTTETII M
1925 GTTCGACGACGCCATTGAGAGGGCGGGCCAGCTCACCAGCGAGGAGGACACGCTGAGCCTCGTCACTGCCGACC
35 F D D A I E R A G QL TS EETDTTULSL VTATD
1999 ACTCCCACGTCTTCTCCTTCGGAGGCTACCCCCTGCGAGGGAGCTCCATCTTCGGGCTGGCCCCTGGCAAGGCC
381 H S H VvV F S F G G Y P L R G S S 1 F GL AP G K A




2073 CGGGACAGGAAGGCCTACACGGTCCTCCTATACGGAAACGGTCCAGGCTATGTGCTCAAGGACGGCGCCCGGCC
406 R D R K A Y T VL L Y GNGP GY VL KD GARP
2147 GGATGTTACCGAGAGCGAGAGCGGGAGCCCCGAGTATCGGCAGCAGTCAGCAGTGCCCCTGGACGAAGAGACCC
43 D V T E S E S G S P E Y R Q QS A V P L DEFET

2221 ACGCAGGCGAGGACGTGGCGGTGTTCGCGCGCGGCCCGCAGGCGCACCTGGTTCACGGCGTGCAGGAGCAGACC
455*H A G E D VA V F A R G P QA HL VHG GV QE QT
2295 TTCATAGCGCACGTCATGGCCTTCGCCGCCTGCCTGGAGCCCTACACCGCCTGCGACCTGGCGCCCCCLCGLCAG
480 F I A H VM A F AACLEPYTATCDTULAPZPASG

Nhel (2422)

2369 CACCACCGACGCCGCGCACCCGGGGCGGTCCCGGTCCAAGCGTCTGGATTGAAGCTAGCTGGCCAGACATGATA
5044 T T D A A HP G R S R S KR L D e
2443 AGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGA

Mfel (2571)
2517 TGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGT

2591 TTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATT
2665 CTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAA
2739 GGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGA
2813 TATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTC
SspI (2901)
2887 CCTTTTTAGTAAAK%ATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGA
2961 ATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAAT
3035 AGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCACGCAGT
1254 ¢« D Q E E A V F H V C N
3109 TGCCGGCCGGGTCGCGCAGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAG
1134 G A P D R L A F ERGWPAQEGI ETMAUPG S
3183 GCGTCCCGGAAGTTCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCA
884A D R F N T S V V E S WEAY L E DL GR VWV W
SegrAl (3329)
3257 GGCCAGGGTGTTGTCCGGCACCACCTGGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACAC
644 A L T ND P V V Q DQVAS | F L TVDUDT RV VGAG
3331 CGGCGAAGTCGTCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGACG
3¢ A F D D E V F D R S F G L RDTWTFEVAGAYV
3405 TCGCGCGCGGTGAGCACCGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAG
144D R A T L VP V A S T L K A M=
Mfel (3492)
3479 AAGAAGGTTAGTACAATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCA

3553 AACTAGGGCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGC
- -
3627 GTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGC

3701 GAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACC

3775 CTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAG

3849 GTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCT

3923 GCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACT

3997 GGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTA

4071 CACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTT

4145 GATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAA

4219 GGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGAT

4293 TTTGGTCATGGCTAGTTAATTAACATTTAAATCA
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