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EcoRI (23)
Notl (2) Xbal (19) Sdal (38) Spel (45)
1 GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGGCCCaCTagTCATTTCTTACCTCCCCTTCCCTCTCCCACCTGCTACTGGGTGCATCTCTG

101 CTCCCCCCTTCCCCAGCAGATGGTTACCTTTGGGCTGTTGCTTTCTTGTCACCATCTGAGTTCTCAGACGCTGGAAAGCCATGTTCTCGGCTCTGTGAAT

201 GACAATGCTGACTGGAGTGCTGCCCCTCTGTAAAGGGCTGGGTGTGGATGGTCACAAGCCCCTCACATGCCTCAGCCAAGAGGAAGTAGTACAGGGGTCA

301 GCCCAGAGGTCCAGGGGAAAGGAGTGGAAACCGATTTCCCCACCAAGGGAGGGGCCTGTACCTCAGCTGTTCCCATAGCTACTTGCCACAACTGCCAAGC

Avrll (445)
401 AAGTTTCGCTGAGTTTGACACATGGATCCCTGTGGATCAACTGCCCTAGGACTCCGTTTGCACCCATGTGACACTGTTGACTTTGCCCTGATGAAGCAGG

EcoNI (571)
501 GCCAACAGTCCCCTAACTTAATTACAAAAACTAATGACTAAGAGAGAGGTGGCTAGAGCTGAGGCCCCTGAGTCAGGCTGTGGGTGGGATCATCTCCAGT

601 ACAGGAAGTGAGACTTTCATTTCCTCCTTTCCAAGAGAGGGCTGAGGGAGCAGGGTTGAGCAACTGGTGCAGACAGCCTAGCTGGACTTTGGGTGAGGCG

Ncol (707)
701 GTTCAGCCATGGTTCTGGGGCCCTGCATGCTGCTGCTGCTGCTGCTGCTGGGCCTGAGGCTACAGCTCTCCCTGGGCATCATCCCAGTTGAGGAGGAGAA
—#» MV LGPCMLILLLLLLGLRLQLSLG I I PVETETEHN
801 CCCGGACTTCTGGAACCGCGAGGCAGCCGAGGCCCTGGGTGCCGCCAAGAAGCTGCAGCCTGCACAGACAGCCGCCAAGAACCTCATCATCTTCCTGGGC
31 PDFWNREAAEALGAAKKLQPAQTAAKNTL I I FLG
901 GATGGGATGGGGGTGTCTACGGTGACAGCTGCCAGGATCCTAAAAGGGCAGAAGAAGGACAAACTGGGGCCTGAGATACCCCTGGCTATGGACCGCTTCC
65* DGMGV STVTAAR ILKGQKIKDIKTLGPE IPLAMDTERTF
Ndel (1002)
1001 CATATGTGGCTCTGTCCAAGACATACAATGTAGACAAACATGTGCCAGACAGTGGAGCCACAGCCACGGCCTACCTGTGCGGGGTCAAGGGCAACTTCCA
98P Y VAL SKTYNVDKHVPDSGATATAYLTZ CGVIKGNTFAQ
1101 GACCATTGGCTTGAGTGCAGCCGCCCGCTTTAACCAGTGCAACACGACACGCGGCAACGAGGTCATCTCCGTGATGAATCGGGCCAAGAAAGCAGGGAAG
131 T I GLSAAARFNQCNTTRGNEV ISVMNRAKTEKAGHK
1201 TCAGTGGGAGTGGTAACCACCACACGAGTGCAGCACGCCTCGCCAGCCGGCACCTACGCCCACACGGTGAACCGCAACTGGTACTCGGACGCCGACGTGC
165 S VGV VTTTRVQHASPAGTYAHTVNRNWYSDATDYV
1301 CTGCCTCGGCCCGCCAGGAGGGGTGCCAGGACATCGCTACGCAGCTCATCTCCAACATGGACATTGATGTGATCCTGGGTGGAGGCCGAAAGTACATGTT
198 P A S ARQEGCQD IATQL ISNMD IDV ILGGGRIKYMTF
1401 TCGCATGGGAACCCCAGACCCTGAGTACCCAGATGACTACAGCCAAGGTGGGACCAGGCTGGACGGGAAGAATCTGGTGCAGGAATGGCTGGCGAAGCGC
231 RMGTPDPEYPDDYSQGGTRLDGKNLVQEWTLATKTR
1501 CAGGGTGCCCGGTATGTGTGGAACCGCACTGAGCTCATGCAGGCTTCCCTGGACCCGTCTGTGACCCATCTCATGGGTCTCTTTGAGCCTGGAGACATGA
265 Q G ARYVWNRTELMOQASLDPSVTHLMGLTFTETPGDM
Sacll (1689)
1601 AATACGAGATCCACCGAGACTCCACACTGGACCCCTCCCTGATGGAGATGACAGAGGCTGCCCTGCGCCTGCTGAGCAGGAACCCCCGCGGCTTCTTCCT
298K Y E I HR DS TLDPSLMEMTEAALRLLSRNPRGTFTFL
1701 CTTCGTGGAGGGTGGTCGCATCGACCACGGTCATCACGAAAGCAGGGCTTACCGGGCACTGACTGAGACGATCATGTTCGACGACGCCATTGAGAGGGCG
331 F VEGGR IDHGHHES SRAYRALTETIMFDDAIERA
1801 GGCCAGCTCACCAGCGAGGAGGACACGCTGAGCCTCGTCACTGCCGACCACTCCCACGTCTTCTCCTTCGGAGGCTACCCCCTGCGAGGGAGCTCCATCT
365 G Q L T SEEDTLSLVTADHSHVFSFGGYPLZ RGSS I
1901 TCGGGCTGGCCCCTGGCAAGGCCCGGGACAGGAAGGCCTACACGGTCCTCCTATACGGAAACGGTCCAGGCTATGTGCTCAAGGACGGCGCCCGGCCGGA
398 F G L APGKARDRKAYTVLLYGNGPGYVLIKDGARTPD
2001 TGTTACCGAGAGCGAGAGCGGGAGCCCCGAGTATCGGCAGCAGTCAGCAGTGCCCCTGGACGAAGAGACCCACGCAGGCGAGGACGTGGCGGTGTTCGCG
431 VT ESESGSPEYRQQSAVPLDETETHAGEDVAVTEFA
2101 (CGCGGCCCGCAGGCGCACCTGGTTCACGGCGTGCAGGAGCAGACCTTCATAGCGCACGTCATGGCCTTCGCCGCCTGCCTGGAGCCCTACACCGCCTGCG
465 R G P Q AHLVHGVQEQTF IAHVMAFAACLEPYTATC
Nhel (2273)
2201 ACCTGGCGCCCCCCGCCGGCACCACCGACGCCGCGCACCCGGGGCGGTCCCGGTCCAAGCGTCTGGATTGAAGCTAGCTGGCCAGACATGATAAGATACA
498D L AP P AGTTDAAHPG GRS SRS SIKRTLTD e
2301 TTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTG

Mfel (2422)
2401 CAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGT

2501 GGTATGGAATTAATTCTAAAATACAGCATAGCAAAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCAT
_
2601 CAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCA
2701 TTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTT
2801 TATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCA
2901 AGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTGCTCCTCTGCCACAAAGTGCACGCAGTTGCCGGCCGGGTCGCGCAGGGCGAACTCCCGCCCCCACGGL
1254 e« D Q EEAVFHVCNGAPDRLAFERGWEP
3001 TGCTCGCCGATCTCGGTCATGGCCGGCCCGGAGGCGTCCCGGAAGTTCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCC
¥4Q EG | ETMAPGSADRFNTSVVESWEAYLEDLGRVW
SgrAl (3180)
3101 ACACCCAGGCCAGGGTGTTGTCCGGCACCACCTGGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTCGTCCTCCAC
664 VWA LTNDPVVQDQVAS I FLTVDDRVVYVYGAFDDTEV
3201 GAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCAGAACTCGACCGCTCCGGCGACGTCGCGCGCGGTGAGCACCGGAACGGCACTGGTCAACTTGGCCATG
334 F DRSFGLRDTWFEVAGAVDRATLVPVASTLIKAM=
Mfel (3343)
3301 ATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGAAGGTTAGTACAATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTG

3401 TCAAACTAGGGCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCG CCATAGGC
-



3501

3601

3701

3801

3901

4001

4101

TCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTC

CCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGG

TATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTG

AGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAA

GTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCC

GGCAAACAAACCACCGCTGGTAGCGGTGG GTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATC CTA

CGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGA GGTCATGGCTAGTTAATTAACATTTAAATCA
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