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EcoRI (23)
Notl (2) Xbal (19) Sdal (38)
1 GCGGCCGCGTCGACGATATCTAGAATTCGGATCCTGCAGGGCCCACtaGAGCCCACAGCCTAAGGCAGTGGACAGTCCACTTTGAGGCTCTCACCATCTA

101 GGAGACATCTCAGCCATGAACATAGCCACATCTGTCATTAGAAAACATGTTTTATTAAGAGGAAAAATCTAGGCTAGAAGTGCTTTATGCTCTTTTTTCT

201 CTTTATGTTCAAATTCATATACTTTTAGATCATTCCTTAAAGAAGAATCTATCCCCCTAAGTAAATGTTATCACTGACTGGATAGTGTTGGTGTCTCACT

301 CCCAACCCCTGTGTGGTGACAGTGCCCTGCTTCCCCAGCCCTGGGCCCTCTCTGATTCCTGAGAGCTTTGGGTGCTCCTTCATTAGGAGGAAGAGAGGAA

401 GGGTGTTTTTAATATTCTCACCATTCACCCATCCACCTCTTAGACACTGGGAAGAATCAGTTGCCCACTCTTGGATTTGATCCTCGAATTAATGACCTCT

501 ATTTCTGTCCCTTGTCCATTTCAACAATGTGACAGGCCTAAGAGGTGCCTTCTCCATGTGATTTTTGAGGAGAAGGTTCTCAAGATAAGTTTTCTCACAC

601 CTCTTTGAATTACCTCCACCTGTGTCCCCATCACCATTACCAGCAGCATTTGGACCCTTTTTCTGTTAGTCAGATGCTTTCCACCTCTTGAGGGTGTATA

701 CTGTATGCTCTCTACACAGGAATATGCAGAGGAAATAGAAAAAGGGAAATCGCATTACTATTCAGAGAGAAGAAGACCTTTATGTGAATGAATGAGAGTC

801 TAAAATCCTAAGAGAGCCCATATAAAATTATTACCAGTGCTAAAACTACAAAAGTTACACTAACAGTAAACTAGAATAATAAAACATGCATCACAGTTGC

901 TGGTAAAGCTAAATCAGATATTTTTTTCTTAGAAAAAGCATTCCATGTGTGTTGCAGTGATGACAGGAGTGCCCTTCAGTCAATATGCTGCCTGTAATTT

Pvull (1090)
1001 TTGTTCCCTGGCAGAATGTATTGTCTTTTCTCCCTTTAAATCTTAAATGCAAAACTAAAGGCAGCTCCTGGGCCCCCTCCCCAAAGTCAGCTGCCTGCAA

1101 CCAGCCCCACGAAGAGCAGAGGCCTGAGCTTCCCTGGTCAAAATAGGGGGCTAGGGAGCTTAACCTCGCTCGATAAAGCTGTGTTCCCAGAATGTCGCTC

1201 CTGTTCCCAGGGGCACCAGCCTGGAGGGTGGTGAGCCTCACTGGTGGCCTGATGCTTACCTTGTGCCCTCACACCAGTGGTCACTGGAACCTTGAACACT

1301 TGGCTGTCGCCCGGATCTGCAGATGTCAAGAACTTCTGGAAGTCAAATTACTGCCCALTTCTCCAGGGCAGATACCTGTGAACATCCAAAACCATGCCAC

Ndel (1427)
1401 AGAACCCTGCCTGGGGTCTACAACACATATGGACTGTGAGCACCAAGTCCAGCCCTGAATCTGTGACCACCTGECTAGTGCCCTGGAGAGCATGGGGAGA

[

1501 CCCGGGACCCTGCTGGGTTTCTCTGTCACAAAGGAAAATAATCCCCCTGGTGTGACAGACCCAAGGACAGAACACAGCAGAGGTCAGCACTGGGGAAGAC

1601 AGGTTGTCCTCCCAGGGGATGGGGGTCCATCCACCTTGCCGAAAAGATTTGTCTGAGGAACTGAAAATAGAAGGGAAAAAAGAGGAGGGACAAAAGAGGC

Scal (1773) Avrll (1782)
1701 AGAAATGAGAGGGGAGGGGACAGAGGACACCTGAATAAAGACCACACCCATGACCCACGTGATGCTGAGAAGTACTCCTGCCCTAGGAAGAGACTCAGGG

1801 CAGAGGGAGGAAGGACAGCAGACCAGACAGTCACAGCAGCCTTGACAAAACGTTCCTGGAACTCAAGCTCTTCTCCACAGAGGAGGACAGAGCAGACAGC

Ncol (1906)
1901 AGAGACCATGGAAATCAAGGTGCTGTTTGCCCTCATCTGTATTGCTGTTGCTGAGGCAAAACCCACTGAAATCAATGAAGACCTCAATATAGCTGCTGTG
—»M E I KVLFAL ICIAVAEAKPTEINEDLNIAAV
BglII (2021)
2001 GCCTCCAACTTTGCCACCACAGATCTTGAGACTGACCTGTTCACCAACTGGGAGACCATGAATGTGATTAGCACTGACACAGAGCAGGTGAACACAGATG
32 ASNFATTDLETDLFTNWETMNYV ISTDTEQVNTD
2101 CTGACAGGGGCAAGCTGCCTGGCAAAAAACTCCCCCCAGATGTCCTGAGGGAGCTGGAGGCCAATGCCAGAAGGGCTGGTTGCACAAGAGGCTGCCTCAT
65 A D R GKLPGKIKLPPDVLRELEANARRAGCTRGTCTL I
2201 TTGCCTCTCCCACATTAAGTGCACCCCTAAGATGAAGAAATTTATCCCTGGCAGGTGCCACACTTATGAAGGTGAAAAGGAGTCTGCTCAGGGAGGGATT
8% C L SH IKCTPKMKIKTF IPGRC CHTYEGETZKESAQGG I
2301 GGAGAGGCAATTGTTGATATCCCAGAGATTCCTGGCTTCAAGGATAAGGAGCCACTGGACCAGTTTATTGCTCAAGTGGACCTCTGTGCTGATTGCACCA
132 G EA IVD IPE IPGFKDKEPLDQFIAQVDLCADCT
2401 CTGGCTGTCTGAAGGGCCTTGCCAATGTCCAGTGCTCTGACCTCCTGAAGAAGTGGCTTCCCCAGAGGTGTACCACTTTTGCCAGCAAGATTCAGGGTAG
165 T G CLKGLANVQCSDLLKIKWLPQRCTTTFASK 1 QGR
Nhel (2540)

2501 GGTGGACAAAATCAAGGGTCTGGCTGGGGACAGATGATAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGC
198 VDK I K GLAGTUDTR R e
2601 AGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCA

2701 TTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTAATTCTAAAATACAGCATAGCA
2801 AAACTTTAACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTG
2901 CAGCCTCACCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCAC
3001 ATTCCCTTTTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTC
3101 ATAATATCCCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTATCCTCAGTCCTG
1254 « D Q
3201 CTCCTCTGCCACAAAGTGCACGCAGTTGCCGGCCGGGTCGCGCAGGGCGAACTCCCGCCCCCACGGCTGCTCGCCGATCTCGGTCATGGCCGGCCCGGAG
124 EEAVFHVCNGAPDRLAFERGWPQEGIETMAPGS
3301 GCGTCCCGGAAGTTCGTGGACACGACCTCCGACCACTCGGCGTACAGCTCGTCCAGGCCGCGCACCCACACCCAGGCCAGGGTGTTGTCCGGCACCACCT
84A DR FNTSVVESWEAYLEDLGRVWVWALTNDZPVVQ
SgrAl (3447)
3401 GGTCCTGGACCGCGCTGATGAACAGGGTCACGTCGTCCCGGACCACACCGGCGAAGTCGTCCTCCACGAAGTCCCGGGAGAACCCGAGCCGGTCGGTCCA
554 DQVAS IFLTVDDRVVGAFDDEVFDRSFGLRDTW
3501 GAACTCGACCGCTCCGGCGACGTCGCGCGCGGTGAGCACCGGAACGGCACTGGTCAACTTGGCCATGATGGCTCCTCCTGTCAGGAGAGGAAAGAGAAGA
24 F EVAGAVDRATLVPVASTLEKAM=
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4001
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4201
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4401

AGGTTAGTACAATTGCTATAGTGAGTTGTATTATACTATGCAGATATACTATGCCAATGATTAATTGTCAAACTAGGGCTGCAGGTTAATTAAGAACATG
-l]—

TGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCG CCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGAC

GCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCT

TACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAG

CTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCAC

TGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAAC

AGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGG

TTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATC CTACGGGGTCTGACGCTCAGTGGAACGAAAACTCAC

GTTAAGGGA GGTCATGGCTAGTTAATTAACATTTAAATCA
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